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Color Key for Alignment Scores
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Sequences producing significant alignments: (bits) Value
dbi|D32138.1|ATHATPSCS Arabidopsis thaliana mRNA for deltal... 5056 0.0
emb|X87330.1|ATPSCOSMR A.thaliana mRNA for pyrroline-5-carb... 4979 0.0
emb|X86777.1]ATPSCSAGN A.thaliana mRNA for pyrroline-5-carb... 4941 0.0
emb|Y09355.1|ATPSCS2 A.thaliana mRNA for pyrroline-5-carbox... 1852 0.0
gb|AF314812.1|AF314812 Brassica napus delta 1-pyrroline-5-c... 1749 0.0
gb|AF314811.1|AF314811 Brassica napus delta 1-pyrroline-5-c... 1543 0.0
gblAC003000.2]AC003000 Arabidopsis thaliana chromosome II s... 781 0.0
emb|X89414.1|ATDNAP3CG A.thaliana DNA for pyrroline-5-carbo... 781 0.0
emb|AJ275979.1]ATH275979 Arabidopsis thaliana gene for GDP-... 644 0.0
dbij|AB022784.1|AB022784 Arabidopsis thaliana gene for delta... 335 8e-89
emb|X86778.1]ATPSCSBGN A.thaliana pScsB gene 216 Se-53
emb|A1.161667.1|ATF1116 Arabidopsis thaliana DNA chromosome ... 216 Se-53
emb|AJ005686.1]VVI5686 Vitis vinifera mRNA for pyrroline-5-... 204 2e-49
gb|AF067967.1|AF067967 Mesembryanthemum crystallinum pyrrol... 190 3e-45
dbjlAB056452.1/AB056452 Vigna unguiculata VuP5CS mRNA, comp... 173 7e-40
gblU60267.1|SL.U60267 Solanum lycopersicum delta 1-pyrroline... 153 6e-34
gb|M92276.1]VIRPYRR Vigna aconitifolia pyrroline-5-carboxyl... 117 3e-23
gb]U92286.1]ADU92286 Actinidia deliciosa pyrroline-5-carbox... 113 Se-22
emb|X98422.1MSPSCS2 M.sativa mRNA for delta-1-pyrroline-5-... 113 Se-22
emb|X98421.1MSPSCS1 M.sativa mRNA for delta-1-pyrroline-5-... 94 Se-16
dbj|D49714.1|D49714 Oryza sativa mRNA for deltal-pyrroline-... 66 1e-07
gb|AF022914.1|AF022914 Triticum aestivum pyrroline-5-carbox... 52 0.002
dbij|AB025780.1]AB025780 Octopus vulgaris OvGai mRNA for G p... 52 0.002
gb|AY022368.1| Oryza sativa microsatellite MRG4693 containi... 50 0.007
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SUMMARY

Plants encountered with drought and salinity produce osmolytes such as proline to
help them overcome the stress. Proline is synthesized in a two-step pathway, in which
Al-proline-5-carboxylate synthase (P5CS) is the key enzyme. To produce cDNA from
mRNA , total RNA was extracted from leaves of Arabidopsis thaliana exposed to
saline conditions. cDNA first strand was made through application of oligo (dT) primer
and amplification of PSCS mRNA was carried out by two specifics, primer and
polymerase chain reaction. Application of labeled probe, confirmed the amplification.
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